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Term:	On a continuing basis beginning 04/01/2023

School: 	Yale School of Medicine

Education:
2000 - 2004	MSc, Biomedical Sciences, Radboud University, Nijmegen, the Netherlands 
2006 - 2006	PhD, Erasmus University Medical Center, Rotterdam, the Netherlands
2007 - 2010	Postdoctoral Fellow, Laboratory of Matthew Meyerson, Dana-Farber Cancer Institute/Broad                                   Institute of MIT and Harvard, Cambridge MA

Career/Academic Appointments:
2002 - 2003	Software engineer, Dalicon BV, Nijmegen, the Netherlands
2006 - 2007	Research Scientist, Laboratory of Peter JM Valk, Department of Hematology, Erasmus Medical      Center, Rotterdam, the Netherlands
2010 - 	Computational biologist, Laboratory of Matthew Meyerson, Broad Institute of MIT and Harvard, Cambridge, MA.
2010 - 2015	Assistant professor, Department of Bioinformatics and Computational Biology, UT MD Anderson Cancer Center, Houston, TX
2013 - 2015	Assistant professor, Department of Genomic Medicine, UT MD Anderson Cancer Center, Houston, TX
2015 - 2016	Associate professor, Department of Bioinformatics and Computational Biology (primary), Department of Genomic Medicine (affiliate), UT MD Anderson Cancer Center, Houston, TX
2016 - 2023	Professor and Associate Director for Computational Biology, The Jackson Laboratory for Genomic Medicine, Farmington, CT
2017 - 2023	Adjunct professor, Department of Genetics and Genomic Sciences, Department of Neurosurgery, UConn Health
2018 - 2022	Scientific co-founder and scientific advisor board member, Boundless Bio, San Diego, CA
2021 - 2022	Stellanova Therapeutics, scientific advisory board member
2021 - 	Professor, Department of Neurosurgery, Amsterdam University Medical Center, Amsterdam,
	the Netherlands (10% effort)
2021 - 2023	Florine Dechenes Roux Endowed Chair for Genomics and Computational Biology
2022 - 	NeuroTrials, Inc/Ivy Brain Tumor Center scientific advisory board member
2023 – present 	Professor, Department of Neurosurgery, Yale School of Medicine

Administrative Positions:
2016 - 	Associate Director of Computational Biology, Jackson Laboratory for Genomic Medicine
2017 - 2022	Program Leader, Jackson Laboratory Cancer Center (NCI-designated)
2018 - 	Chair, Scientific Advisory Committee, Jackson Laboratory
2021 - 2023	Organizer, JAX-GM Distinguished Seminar Series

Public & Institutional Service
2016 - 2018	Terry Fox New Frontiers Program Project Grant (PI: Sheila Singh, MD, PhD), Scientific Advisory Board member. Grant reviewer for foundations including the Flemish Cancer Association, AIRC Foundation for Cancer Research, Brain Tumor Charity (UK), Brain Research UK (UK), Cancer Research UK (UK), the Dutch Cancer Society (Netherlands), KiKa (Netherlands), American Brain Tumor Association, CORE (Luxembourg), Polish Science Foundation (Poland), Fondazione Pisa (Italy), and others. Manuscript reviewer for journals including Cell, Nature, New England Journal of Medicine, Cancer Cell, Nature Genetics, Nature Medicine, Nature Methods, Nature Biotechnology, Nature Communications, Cell Stem Cell, and others. Editorial Board member of Neuro-Oncology and Genes, Chromosomes and Cancer. 
2017	Member, Scientific Advisory Committee, Jackson Laboratory 
2017	National Institute of Biomedical Imaging and Bioengineering (NIBIB), Multiscale Modeling program study section, ad hoc member
2017	Sidra Medical and Research Center, Doha, Qatar, External Advisory Board member
2018	National Cancer Institute Cancer Genetics study section, ad hoc member
2018	National Cancer Institute ZRG1 Special Emphasis Panel study section, ad hoc member
2019	Hartwig Medical Foundation, Scientific Advisory Board, member
2019	National Cancer Institute Cancer Genetics program study section, ad hoc member 
2019	External Scientific Advisory Committee, Brain Cancer SPORE, University of Alabama in Birmingham, AL 
2019	National Cancer Institute Integrated Canine Data Commons, Steering Committee member
2020	National Cancer Institute CSR Special Emphasis Panel study section, ad hoc member

2020	National Cancer Institute Cancer Genetics study section, ad hoc member
2021	External Scientific Advisory Committee, Brain Cancer SPORE, UT MD Anderson Cancer 2022	FY22 Rare Cancer Research Program for the Department of Defense Congressionally Directed Medical Research Programs, Neurological Cancer panel, ad hoc member. 
2021	National Cancer Institute ZRG1 Special Emphasis Panel study section, ad hoc member
	Center
2021	National Cancer Institute ZRG1 Special Emphasis Panel study section, ad hoc member
	Center
2021	Cancer Research UK, Expert Review Panel
2021	National Cancer Institute ZCA1 Special Emphasis Panel study section, ad hoc member 
2022	National Cancer Institute, SBIR Contract Review Panel, ad hoc member
2022	National Cancer Institute Cancer Genetics study section, ad hoc member

Professional Honors & Recognition:
International/National/Regional
2006	Netherlands Genomics Initiative Fellowship
2008 - 2010	Fundamental and pre-clinical fellowship, Dutch Cancer Society KWF
2011	Wilson S. Stone Memorial Award at MD Anderson's Symposia on Cancer Research
2013	Pediatric Brain Tumor Foundation, Peter Steck Memorial Award
2014	Adult Basic Science Award, Society for Neuro-Oncology Meeting 2014
2015	Finalist, Robert M. Chamberlain Distinguished Mentor Award
2015	Brain Tumor Epidemiology Consortium meeting, Rochester, MN (keynote)
2015	International Symposium on Clinical and Basic Investigation in Glioblastoma, Toledo, Spain(keynote)
2016	AAAS Martin and Rose Wachtel Cancer Research Award
2016	Agilent Early Career Professor Award
2017	Christopher Davidson Forum, Wash U School of Medicine, St. Louis, MO (keynote)
2018	Five Points Lecture, New York Genome Center, New York, NY
2018	Meeting of the Society for Neuro-Oncology of China, Changsha, China (keynote)
2018	Daniel den Hoed Visiting Professor, Erasmus University Medical Center, Rotterdam, the Netherlands
2019	21st Annual Labatt Brain Tumor Research Centre Academic Lectureship, The Hospital for Sick Children, Toronto, Canada
2019	Highly cited researcher; Web of Science 
2020	Inter-SPORE Brain Cancer Meeting, Chicago, IL (keynote)
2020	Meeting of the Society for Neuro-Oncology in China, Nanjing, China (keynote)* 
2020	The Michael Rossman Brain Tumor Lectureship, 19th Biennial Canadian Neuro-Oncology meeting, Ottawa, Canada (keynote)* 
2020	American Association of Neuropathology 96th Annual Meeting Presidential Symposium speaker, Monterey, CA (virtual)
2020	Highly cited researcher; Web of Science
2021	122nd meeting of the British Neuropathological Society, keynote (virtual)
2021	26th Annual Meeting and Education Day of the Society for Neuro-Oncology, keynote
2022	6th Annual Translational and Transformative Informatics Symposium of the UAB Informatics Institute and Center for Clinical and Translational Science, keynote (virtual)
2022	2022	Joint Distinguished Lecture Speaker, Yale Stem Cell Center Retreat, West Haven, CT
2022	Scandinavian Society of Neuro-oncology (SNOG) 2022 symposium, Helsinki, Finland
2022	Highly cited researcher; Web of Science 


Invited Speaking Engagements, Presentations, Symposia & Workshops Not Affiliated with Yale:  

2004 	4th VIB Microarray Users Group Meeting, Brussels, Belgium
2004 	CBSB Symposium on Bioinformatics in microarrays research, Amsterdam, the Netherlands 
2005 	Department of Hemato-oncology, Beth Israel Deaconess Medical Center, Boston, MA
2008 	NUS Cancer Research Centre of Excellence, Singapore 
[bookmark: _Hlk138939653]2009 	The Cancer Genome Atlas meeting on glioblastoma, San Diego, CA 
2010 	Computational Biology Center, Memorial Sloan Kettering Center, New York, NY 
2010 	Netherlands Cancer Institute 
2010 	Department of Bioinformatics and Computational Biology, MD Anderson Cancer Center, Houston, TX 	
2011 	Center for Molecular Medicine, Vienna, Austria 	
2011                       “New roles for the EGFR Family in Cancer” Symposium, MD Anderson Cancer Center, Houston, TX 	
2011 	Grand Rounds, University of Michigan, Ann Arbor, MI 
2011 	NRCI Cancer Conference 2011, Liverpool, UK 
2012 	Department of Genetics, Baylor College of Medicine, Houston, TX 
2012 	NCI Clinical Proteomic Technologies for Cancer meeting, Houston, TX 	
2012 	1st Brazilian Genome Conference, Foz do Iguacu, Brazil 
2012 	58th Brazilian Congress of Genetics, Foz do Iguacu, Brazil 
2012 	21st Annual Symposium on Molecular Pathology, Troy, MI 
2012 	The Cancer Genome Atlas Pan-cancer comparison meeting, Santa Cruz, CA 
2012 	Memorial Sloan-Kettering Brain Tumor Center, New York, NY 
2012 	Ontario Cancer Institute, Toronto, CA 

2013 	The Cancer Genome Atlas Steering Committee meeting, Bethesda, MD
2013 	Symposia on Cancer Research 2013: Genomic Medicine, Houston, 
2013 	Department of Medical Oncology, University Medical Center Utrecht, Utrecht, the Netherlands 	
2013 	                   NCI Workshop: Correlating imaging phenotypes with genomic signatures, Bethesda, MD 

2014                         ASCO Genitourinary Cancers Symposium, San Francisco, CA 
2014                         VU Medical Center, Amsterdam, The Netherlands
2014 	Einstein Circle GBM Biology, Berlin, Germany
2014 	                   Department of Neurological Surgery, University of California San Francisco, San Francisco, CA                
2015 	Seminars in Oncology, Dana-Farber Cancer Institute, Boston, MA
2015 	Cedar-Sinai Medical Center, Los Angeles, CA
2015 	Spanish National Cancer Research Centre (CNIO), Madrid, Spain
2015 	American Brain Tumor Association Alumni Network meeting, Chicago, IL	
2015 	International Symposium on Clinical and Basic Investigation in Glioblastoma, Toledo, Spain(keynote)
2015 	Brain Tumor Epidemiology Consortium meeting, Rochester, MN (keynote)
2015 	Society for Neuro-Oncology 2015 Annual Meeting, San Antonio, TX
2015 	                   Samsung Medical Center, Seoul, South Korea
2016 	Cold Spring Harbor Laboratory Brain Tumor Course, Huntington, NY
2016 	German Cancer Center, Heidelberg, Germany
2016 	Samsung Medical Center, Seoul, South-Korea
2016 	Radboud University Medical Center, Nijmegen, the Netherlands 
2016 	VU Medical Center, Amsterdam, the Netherlands 
2016 	Dartmouth College, Hanover, NH
2017 	Annual Society for Neuro-Oncology meeting, San Francisco, CA
2017 	Luxembourg Institute of Health (LIH), Luxembourg, Luxembourg
2017 	Christopher Davidson Forum, Wash U School of Medicine, St. Louis, MO (keynote)
2017 	Jackson Laboratory, 26th Short Course on Human Cancer, Bar Harbor, ME
2017 	World Federation of Neuro-Oncology Societies, Zurich, Switzerland
2017 	American Association for Cancer Research, Washington, DC
2017 	CNIO Frontier meeting: Primary and Secondary Brain Tumors, Madrid, Spain
2017 	Seminars in Oncology, Dana-Farber Cancer Institute, Boston, MA
2017 	Yale School of Public Health, Yale University, New Haven, CT
2017 	Perelman School of Medicine, University of Pennsylvania, Philadelphia, PA
2018 	Oligodendroglioma workshop, Neuro-Oncological Branch, NIH Clinical Center, Washington, DC
[bookmark: _Hlk138939225]2018 	Brain Cancer Strategy Workshop by ABC2, Washington, DC
2018 	American Brain Tumor Association Alumni Network meeting, Chicago, IL	
2018 	Cold Spring Harbor Laboratory Brain Tumor Course, Huntington, NY
2018 	24th Conference of the International Union of Biochemistry and Molecular Biology, Seoul, South Korea
2018 	Ewha Women’s University, Seoul, South Korea
2018	Cancer Research UK Brain Tumor Conference 2018, London, UK
2018 	Meeting of the Society for Neuro-Oncology of China, Changsha, China (keynote)
2018	Five Points Lecture, New York Genome Center, New York, NY
2019 	Frontiers in Precision Medical Science, KAIST, Daejeon, South-Korea 
2019 	Molecular Analysis for Personalized Therapy Congress 2019, London, UK
2019 	Berlin Brain Tumor Meeting, Berlin, Germany
2019 	Glioblastoma Workshop, Banbury Center, Cold Spring Harbor Laboratory, Lloyd Harbor, NY
2019 	Department of Neurosurgery, University of Alabama Birmingham, Birmingham, AL
2020 	Brigham and Women’s/Harvard Oncology, webinar 
2020 	Brain Tumor Charity, webinar
2020 	Barrow Neuroscience Institute, Grand Rounds, Phoenix, AZ
2021 	Third Annual Cutting Edge in Neuroscience Symposium, UConn Health (virtual) 
2021  	Nederlandse Vereniging voor Radio-Biology Symposium (virtual) 
2021 	Australian Brain Cancer Research Alliance Research Symposium, keynote speaker
2021 	International Conference of The Genetics Society of Korea (virtual)
2021 	Hong Kong and Shanghai Brain Consortium (virtual)
2021 	Dana-Farber Cancer Institute Seminars in Oncology, webinar
2021 	Philadelphia Coalition for a Cure Symposium (virtual)
2021 	European Association of Neuro-Oncology Annual Meeting (virtual) 
2021 	Missouri University of Science and Technology and Southern Illinois University, Edwardsville, MO, webinar
2021 	Biotechnology Center of the Federal University of Rio Grande do Sul, Brazil, webinar.
2021 	Romanian Society of Bioinformatics, webinar 
2021 	Royal Society of Medicine Medical Genetics section (UK), webinar
2021 	UT Health San Antonio, webinar
2021 	University of Cambridge Cancer Centre Conference (keynote), webinar
2021 	AACR Annual Meeting, Educational session, webinar
2021 	The Institute of Cancer Research, London, webinar
2021 	Dana-Farber/Harvard Cancer Center, Grand Rounds in Neuro-Oncology, webinar
2021 	Royal College of Surgeons of Dublin, webinar
2021 	First UCSF Brain Tumor Center Retreat, webinar
2021 	NCI Neuro-Oncological Branch, webinar
2022 	Memorial Sloan-Kettering Computational Oncology seminar series
2022 	Society for Neuro-Oncology in Latin America 2022 (virtual)
2022 	Forbeck Forum on The Genesis and Function of Extrachromosomal Oncogene Amplifications in Cancer, Denver, CO
2022   	American Association for Cancer Research, session chair and invited speaker, New Orleans, LA
2022 	Yale Clinical Neuroscience Grand Rounds (virtual)
2022 	Memorial Sloan Kettering Radiation Oncology Grand Rounds (virtual)
2022 	Cooper Health Neurosurgery Grand Rounds (virtual)
2022 	European Society for Medical Oncology, Paris, France
2022 	Netherlands Cancer Institute, Amsterdam, the Netherlands 
2022 	University of Virginia Comprehensive Cancer Center Michael Weber Symposium, Charlottesville, VA
2022 	14th International Frontiers in Cancer Science Conference, Singapore.

2023 	Dartmouth College, Lebanon, NH
2023 	Cleveland Clinic, Cleveland, OH
2023 	University of Texas Southwestern, Dallas, TX
2023                        Mark Foundation Workshop on CIN, London, UK

Journals: 

Patent and patent applications

1. WO US US20180330049A1. Methods for classification of glioma. Iavarone A, Noushmehr H, Verhaak RGW. 
2. WO US US20190360029A1. A method of targeting patient-specific oncogenes in extrachromosomal DNA to treat glioblastoma. Verhaak R, Kim H, DeCarvalho A, Mikkelsen T.
3. WO US US20210062250A1: Extrachromosomal DNA Labeling. Yi E, Verhaak R.
4. WO2020223309A1: Extrachromosomal DNA identification and methods of use. Wei C, Zhu Y, Verhaak R.
5. Pending: A genomic signature of radiation therapy damage. Kocakavuk E, Barthel F, Verhaak R.

Research Support
1. Extrachromosomal DNA as a Targetable Mechanism in Glioblastoma (Verhaak). NIH/NCI R01 CA237208. 12/01/19-11/30/24. 
2. Familial GBM (Personal Philanthropic Donation, total committed amount $1M, to the lab of Roel Verhaak, Wells Family). 2021-2024.  
3. OPTimIzing Engagement in discovery of molecular evolution of low-grade glioma (OPTIMUM).         (Claus, Verhaak, Kwan). NIH/NCI U2C CA252979. 09/01/2021-08/31/2026 
4. Understanding the cellular and functional changes in the immune tumor microenvironment of glioblastoma during progression and treatments (Charest, Boussiotis, Verhaak). NIH/NCI R01CA271601. 04/17/23-03/31/28.
5. eDynamic – Yale University (Verhaak). CRUK Cancer Grand Challenges CGCATF-2021/100016. 06/01/22-05/31/27
6. eDynamic – Yale University (Verhaak). NIH/NCI OT2-CA278649. 06/01/22-05/31/27.
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