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Education:
07/2000-08/2006 MD: M.B.B.S, Umm Al Qura University, Saudi Arabia

Career/Academic Appointments:

11/2006-05/2007 Resident, Pediatric, Security forces hospital, Riyadh

07/2009-06/2010 Postdoctoral Fellow in Neurogenetics, Wayne State University, Detroit, MI

07/2010-06/2011 Research Assistant, Center for Molecular Medicine and Genetics, Detroit, MI

09/2011-08/2012 Intern, Internal Medicine, University of Toledo, Toledo, OH

09/2012-08/2014 Resident, Internal Medicine, University of Toledo, Toledo, OH

09/2014-06/2016 Clinical Genetics Fellow, Stanford University, Stanford, CA

09/2016-06/2017 Medical Biochemical Genetics Fellow, Stanford University, Stanford, CA

03/2018-11/2018 Assistant Professor, Department of Pediatric, Medical Genetics Division, Medical College of
Wisconsin, Milwaukee, W1

12/2018-11/2019 Associate Consultant, Medical Genomics Department, Center of Genomic Medicine, King
Faisal Specialist Hospital, Riyadh, Saudi Arabia

11/2019- 12/2022 Consultant, Medical Genomics Department, Center of Genomic Medicine, King Faisal
Specialist Hospital, Riyadh, Saudi Arabia

08/2020-present Assistant Professor, Alfaisal University, Pharmacogenomics, Riyadh, Saudi Arabia

12/2022-present Assistant Professor and Clinical geneticist Yale University School of Medicine,
Genetics Department.

Administrative Positions:
02/2019-01/2020 Program Director of Medical Genetics Fellowship, Center of Genomic Medicine, King Faisal
Specialist Hospital, Riyadh, Saudi Arabia

2021-2022 Chairman, Enzyme Replacement Task Force, King Faisal Specialist Hospital and Research
Center, Riyadh, Saudi Arabia

Board Certification:

2016 American Board of Internal Medicine
2017 American Board of Medical Genetics and Genomics
2019 American Board of Medical Biochemical Genetics
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Professional Honors & Recognition:

2005 Best Attendance of Morning Report, Department of Medicine, King Khalid National Guard
Hospital, Jeddah, Saudi Arabia

2005 Appreciation Certificate for Elective Participation during Pilgrimage Season, Al Noor Specialist
Hospital, Makkah, Saudi Arabia

2006 Appreciation Certificate for participation in Learning Skill course conducted for the 1st-year
medical student, Umm Al Qura University, Makkah, Saudi Arabia

2012 Ist place Award in Practice Based Learning and Improvement Research project, University of

Toledo, Toledo, OH

Peer-Reviewed Presentations & Symposia Given at Meetings Not Affiliated with Yale:

International/National

1. “Renal complication in longitudinal evaluation of patients with Cobalamin G disease” at
American College of Medical Genetics meeting, Tampa, FL, 2015 (Poster presentation).
2. “A novel de novo mutation in CACNA A4 is associated with atypical neurological features and

mitochondrial dysfunction” at West Society of Pediatric Research meeting, Carmel, CA, 2016
(Oral presentation).

3. “Ciliopathies: Lessons learned from the world’s largest molecular characterized cohort” at
David W. Smith Workshop, UCLA conference Center in Lake Arrowhead, CA, 2016 (Oral
presentation).

4. “Postnatal Confirmation of mosaic Trisomy 17 in cardiac tissue in an infant with congenital

heart disease: Case report and Review of the Literature” at West Society of Pediatric Research
meeting, Carmel, CA, 2017 (Oral presentation).

5. “De novo truncating variants in WHSC1 recapitulate the Wolf-Hirschhorn (4p16.3
microdeletion) syndrome phenotype” at David W. Smith Workshop, Canada, August 2018
(Oral presentation).

6. “Whole Exome Sequencing As First Tier Test in Fetal Malformation” at David W. Smith
Workshop, Utah, 2019 (Oral presentation).
7. Genetics of Epilepsy: An Overview for Adult Neurologists, Grand Round, University of

Toledo, OH, USA October 2023.

Professional Service

Hospital Committeess

2019-2021 Member, Establishment of Center of Genomic Medicine Committee, King Faisal Specialist
Hospital, Riyadh, Saudi Arabia

2019- 2022 Member, Prenatal and Preimplantation Genetics Diagnosis Working Group , King Faisal
Specialist Hospital, Riyadh, Saudi Arabia

2020- 2022 Member, Artificial intelligence Task Force, King Faisal Specialist Hospital, Riyadh, Saudi
Arabia

Professional Organizations:

2021-present Member of Clinical Cancer Genomic Community of Practice (CCGCoP), City of Hope,
Division of Clinical Cancer Genomic, Duarte, CA
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