NAME:	 Bornali Bhattacharjee
POSITION TITLE: Research Associate Scientist, Department of Immunobiology, Yale School of Medicine
ADDITIONAL TITLE: Associate Director, Yale Center of Infection & Immunity
EDUCATION/TRAINING
· BSc (1997-2000) in Biochemistry, Northeastern Hill University, Meghalaya, India

· MSc (2000-2002) in Biochemistry, University of Calcutta, WB, India.

· Ph.D (2002–2008) in Epidemiology and Molecular Virology, Indian Statistical Institute & University of Calcutta, WB, India.

· Postdoctoral Fellow (2009-2014) in Viral Genomics & Molecular Virology, University of Massachusetts Medical School.

Personal statement

My training and research interests lie at the interface of pathogen genomics, molecular microbiology, and evolutionary biology. I received my PhD in Epidemiology & Molecular virology from the Indian Statistical Institute & University of Calcutta under the mentorship of Prof. Sharmila Sengupta and post-doctoral training in Viral Genomics and Evolution from University of Massachusetts Medical School, Worcester under the mentorship of Prof. Timothy F. Kowalik. Following my training, I successfully obtained the “Ramanujan Fellowship” awarded by the Department of Science and Technology, Government of India. I have more than 14 years of experience as a biomedical research scientist. My long-term goal is to develop genome-based “anticipatory” diagnostics of bacterial and viral infections that can help in the prescription of more resilient antimicrobial treatments.

I currently hold a Research Associate Scientist position at the Department of Immunobiology, Yale School of Medicine and hold the additional title of Associate Director at the Center for Infection & Immunity (CII, Yale School of Medicine). My role is to lead, coordinate and manage biomedical research projects that are geared towards understanding the immune trajectories of post-acute infection syndromes (PAISs) such as post-acute sequelae of SARS-CoV-2 (PASC), & Myalgic encephalomyelitis/chronic fatigue syndrome (ME/CFS) as well as post-COVID-19 vaccination syndrome (PVS). 








Positions

2024-Present     Associate Director,Yale Center for Infection & Immunity, USA
2022-Present	Associate Research Scientist, Yale Medical School, USA 
2021-2022	Associate Professor, Amity University, West Bengal, India.
2015–2020	Ramanujan fellow, National Institute of Biomedical Genomics, India.
2014–2015	Senior Scientist, MedGenome Pvt. Ltd., Karnataka, India.
2009–2014	Postdoctoral fellow, University of Massachusetts Medical School. Timothy F. Kowalik, mentor.
Honors

2015–2020	Ramanujan Fellowship, Department of Science and Technology, Government of India
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2022-Present	Associate Research Scientist, Yale Medical School, USA 
2021-2022	Associate Professor, Amity University, West Bengal, India.
2015–2020	Ramanujan fellow, National Institute of Biomedical Genomics, India.
2014–2015	Senior Scientist, MedGenome Pvt. Ltd., Karnataka, India.
2009–2014	Postdoctoral fellow, University of Massachusetts Medical School. Timothy F. Kowalik, mentor.

Completed Support

07/10/2015-07/09/2020
Ramanujan Fellowship Grant, Department of Science and Technology, Government of India Bornali Bhattacharjee (PI)
Understanding the influence of exposure to nosocomial pathogens and antibiotic usage among neonates in determining infant nasal microbial colonization in preterm infants and infants born at term.

2019-2020
Intramural Funding from National Institute of Biomedical Genomics, West Bengal, India. Bornali Bhattacharjee (PI)
Role of cervicovaginal dysbiosis in HPV persistence, immune modulation, and adverse outcomes.
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Technical Expertise

· Demonstrated expertise in spearheading and overseeing biomedical research initiatives from inception to completion. 
· Expertise in designing and implementing decentralized research protocols
· Next generation sequencing of genomes and genome assembly of bacteria and viruses isolated from patient specimens and cell-culture using Bowtie2 and Velvet.
· Performing Annotation of new bacterial using RAST annotation server, NCBI Prokaryotic Genome Annotation Pipeline (PGAP) and the Antimicrobial Resistance Database (ARDB) and viral genomes using Genome Annotation Transfer Utility (GATU).
· Microbiome amplicon sequence analyses using Mothur suite.
· Identifying whole genome selection hotspots using SweepFinder and the role of demography in shaping viral populations using dadi.
· NCBI genome submission using BankIt.
· Patient specimen handling and isolation of pathogenic bacteria and characterization of resistance patterns using standard Kirby-Bauer assays and broth dilution assays.
· Performing statistical analyses using SPSS, Graphpad Prism and phylogenetic analyses using NETWORK, Geneious suite and MEGA5
· Propagating herpesviruses
· Transduction of genes with recombinant adenovirus vectors and transfection of bacterial artificial chromosomes (BACs).
· SDS-PAGE, western blot, quantitative RT-PCR on patient specimens and cultured cells.
· Performing neutralization assays
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