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Date of Revision:  
Name:
Tong Sun, M.D., Ph.D.

Proposed for Appointment:
Instructor, Department of Pathology Traditional Track
Term:

Appointment: July 1, 2020 to June 30, 2021
School: 

Yale University School of Medicine and the Graduate School

Education:


Ph.D.
Peking Union Medical College (Molecular Oncology) 07/2007
M.D.
Peking University Health Science Center 07/2002
Career/Academic Appointments:

09/2007-07/2011
Postdoctoral Fellow in Medicine, Dana-Farber Cancer Institute, 



Harvard Medical School, Boston, MA 
08/2011-05/2015
Senior Research Scientist, Dept. of Medical Oncology, Dana-Farber 
Cancer Institute, Harvard Medical School, Boston, MA 
07/2015-06/2019 
Resident in Anatomic and Clinical Pathology, Dept. of Pathology, 
University of Massachusetts, Worcester, MA
07/2019-06/2020
Clinical Fellow in Cytopathology, Dept. of Pathology,


Massachusetts General Hospital, Harvard Medical School, Boston, MA

Administrative Positions:

03/2018-04/2019
Chief Resident in Pathology, University of Massachusetts, Worcester, MA
Board Certification:
American Board of Pathology Certificate in Anatomic Pathology and Clinical Pathology 2019
Professional Honors & Recognition
   International/National/Regional
2020:
The 3rd Place Chinese American Pathology Association (CAPA)/GoPath Best Abstract Award. 
2019:
American Society of Cytopathology (ASC) Travel Grant to attend ASC 67th Annual Scientific Meeting.

2019:
American Society for Clinical Pathology (ASCP) Foundation Travel Grant to attend ASCP 2019 in Phoenix, Arizona.
2018:
Warren R. Lang, MD Resident Physician Award at the ASC 66th Annual Scientific Meeting.

2018:
Journal of the American Society of Cytopathology (JASC) Physician-in-Training Award.

2017:
International Society of Urologic Pathology (ISUP) Stipend Award. 

2017:
The 3rd Place Chinese American Pathology Association (CAPA)/GoPath Best Abstract Award.

2012:
Chinese Medical Science and Technology Award by Chinese Medical Association.

2011:
The First Prize of Natural Science Award, Department of Education, China. 

2009:
National 100 Excellent Doctoral Thesis Award, China.

2008:
Outstanding Doctoral Thesis of Beijing, China.

2006:
National Natural Science Award, P.R. China. 

2006:
Best Paper Award in the Forth National Conference of Oncology, China.

2005:
Chinese Medical Science and Technology Award by Chinese Medical Association. 

2005:
Beijing Science and Technological Progress Award by Beijing city government, China.

University
2013:
The 3rd Prize for Poster Presentation, Multi-Institute Prostate Cancer Program Retreat.

2006 and 2004: Excellent Student Scholarship of Peking Union Medical College.

1999, 2000 and 2001: Excellent Student Scholarship of Peking University.


Grant/Clinical Trials History: 
Past Grants 
Agency:
Department of Defense
SAMPLE FELLOWSHIP 


I.D.#
Postdoctoral Prostate Cancer Research Award
FORMAT
Title:
“MicroRNAs Involved in Castration Resistant Prostate Cancer”
P.I.:
Tong Sun, M.D., PhD
Percent effort:
100%
Total costs for project period:  $115,000
Project period:
01/01/2009 – 01/012011


Invited Speaking Engagements, Presentations, Symposia & Workshops Not Affiliated With Yale:  


International/National

2007:
Sino-German Cancer Workshop, Beijing, China. “Immunoregulatory gene polymorphisms and cancer susceptibility”

Regional
2013
Multi-Institute Prostate Cancer Program Retreat.  “Identification of lncRNAs as Tumor suppressive PTEN ceRNAs in Prostate Cancer”

Peer-Reviewed Presentations & Symposia Given at Meetings Not Affiliated With Yale: 

International/National 

2020:
109th Annual Meeting, United States and Canadian Academy of Pathology, Los Angeles, CA, “Determining the Significance of Psammoma Bodies in Pelvic Washings: A 10-Year Retrospective Review.”

2019:
67th Annual Scientific Meeting, American Society of Cytopathology, Salt Lake City, UT, The Utility of MYB Immunohistochemistry (IHC) in Cytology Fine Needle Aspiration (FNA) Diagnosis of Adenoid Cystic Carcinoma (AdCC).”
2019:
Annual Meeting, American Society for Clinical Pathology, Phoenix, AZ, “Association of Genetic Mutation and Protein Expression of Chromatin Remodeling genes SETD2, BAP1 and PBRM1 and Clinicopathologic Outcomes of Clear Cell Renal Cell Carcinoma.”
2018:
66th Annual Scientific Meeting, American Society of Cytopathology, Washington DC, “The Role of A Comprehensive Urothelial Carcinoma Specific Next Generation Sequencing Panel in the Cytologic Diagnosis of Urothelial Carcinoma.”
2018:
107th Annual Meeting, United States and Canadian Academy of Pathology, Vancouver, BC, Canada, “Diagnostic Value of A Comprehensive Urothelial Carcinoma Specific Next Generation Sequencing Panel in Urine Cytology and Bladder Tumor Specimens.”

2018:
107th Annual Meeting, United States and Canadian Academy of Pathology, Vancouver, BC, Canada, “ERBB4 and RB1 Fluorescence in Situ Hybridization Are Helpful in Distinguishing Chromphobe Renal Cell Carcinoma from Oncocytoma.”

2017:
Annual Meeting, College of American Pathologists, Washington DC, “ERBB4 and RB1 Immunohistochemical Stains Are Helpful in Distinguishing Chromphobe Renal Cell Carcinoma from Oncocytoma.”

2017:
106th Annual Meeting, United States and Canadian Academy of Pathology, San Antonio, TX, “Total Prostate-Specific Antigen (tPSA) Outperformed Free PSA Percentage (fPSA%) in Detecting High-Grade Prostate Cancer (PCa) and PCa in Patients Older Than 60 Years of Age.”

2017:
106th Annual Meeting, United States and Canadian Academy of Pathology, San Antonio, TX, “A Comparative Study on the Diagnostic Value of Next Generation Sequencing in Urine Cytology and Bladder Tumor 

Professional Service

Reviewer
2002-present
Reviewer for Cancer Research, Carcinogenesis, Cancer, Annals of Medicine, British Journal of Cancer, Scientific Reports, Human Genetics, Cancer Epidemiology, Biomarkers & Prevention, Breast Cancer Research and Treatment, Molecular Carcinogenesis, Annals of Surgical Oncology, Plos One, Cancer Immunology, Immunotherapy, Cancer Science, Lung Cancer, Journal of Clinical Immunology, British Journal of Urology International, Gene, Molecular Biology Report, Journal of Medical Virology, Virology Journal, Asian Journal of Andrology, BMC Medical Genetics, Chemotherapy and The International Journal of Biological Markers


Professional Service for Professional Organizations: 


College of American Pathologists
2019-20
Volunteer Consultant, See, test and treat program of CAP Foundation.
2017-18
Member, Residents Forum (RF) Nominating Committee.
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