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Use on Cancer-Related Health Outcomes. 2025
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1. The 2013 CAS-MPG PICB Scientific Exchange Meeting, Shanghai, China, 2013
2. Fudan University, Shanghai, China, Seminar, 2014

3. Million Veteran Program (MVP) beta project annual meeting, West Haven, 2018
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and Complex Genome Analysis, Shanghai, China, Session on NGS research, 2012
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Orlando, FL. 2017
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American Society of Human Genetics, San Diego, CA. 2018
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Meeting, Minneapolis, MN, Symposia on Genome-wide association study findings inform
the relationship between heavy drinking and alcohol use disorder, 2019

Zhou H. Oral presentation. Million Veteran Program (MVP) Science Conference,
Philadelphia, PA, 2019

Zhou H. Oral presentation. The American Society of Human Genetics, Huston, TX, Platform
session on Genetics of addiction and behavior, 2019

Zhou H. Oral presentation. World Congress of Psychiatric Genetics, Los Angeles, CA,
Symposia on Genetic architecture of psychiatric and addiction traits in the Million Veteran
Program, 2019

Zhou H. Oral presentation. Research Society on Alcoholism Scientific Meeting, virtual,
Symposia on Asian drinking, genotypes, and public health, 2021

Zhou H. Oral presentation. World Congress of Psychiatric Genetics, virtual, 2021
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2021
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(GECCRT), virtual, Session on Can Increasing Diversity Lead to Deeper Understanding of
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20. Zhou H, Yang BZ, Kranzler HR, Gelernter J. Poster presentation. The American Society of
Human Genetics, Washington, DC, 2023
21. Zhou H, Yang BZ, Kranzler HR, Gelernter J. Poster presentation. World Congress of

Psychiatric Genetics, Montreal, Canada. 2023
Professional Service

Peer Review Groups/Grant Study Sections:

2024 Ad hoc Member, Neurotoxicology and Alcohol Study Section, NIH/NIAAA

2025 Grant reviewer, Yale Center for Brain and Mind Health (CBMH): 2025 Pilot Awards
Journals:

Editorial Boards

2020-present Editorial Board, Complex Psychiatry
2022-present Editorial Board, PLOS One
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Addiction, Addiction Biology, Alcohol, Alcoholism: Clinical and Experimental Research, Alcohol and
Alcoholism, American Journal of Drug and Alcohol Abuse, American Journal of Human Genetics,
Biological Psychiatry, BMC Medicine, Communications Biology, Complex Psychiatry, Drug and
Alcohol Dependence, Drug and Alcohol Dependence Reports, European Addiction Research, Nature
Communications, Nature Human Behaviour, Neuropsychopharmacology, npj Cardiovascular Health,
Nucleic Acids Research, PLOS Genetics, PLOS One, Translational Psychiatry

Professional Organizations:
American Society of Human Genetics
2022 Co-modulator for Session “Genetics of substance use disorders”

Research Society on Alcoholism

2022 Mentoring Program (meeting mentor for a postdoc trainee)

2023 Co-Chair, symposium “Leveraging genetics of alcohol use and alcohol use disorder

to investigate genetic liabilities to alcohol-related outcomes in diverse populations”

2024 Committee Member and Abstract Reviewer, Sex & Gender & Alcohol Satellite
Meeting

Million Veteran Program
2025 Abstract Reviewing Committee, MVP 2025 Science meeting

Yale University/Hospital System:

Medical School Committees
2023 Abstract reviewer, Yale Conference for Alcohol Research & Education
2024 Informal interview for research for MD-PhD Program candidates

Departmental Committees
2023-present Faculty recruitment at the Department of Biomedical Informatics & Data Science
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Toikumo S, Jennings MV, Pham BK, Lee H, Mallard TT, Bianchi SB, Meredith JJ, Vilar-Rib6
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